Identification of a reproductive-specific, putative lipid transport protein gene in a queenless ponerine ant Diacamma sp. 
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Supplementary Materials

Supplementary Table 1

Primer sequences used in real-time qPCR.
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H13-10

DiaActin

GCTTGTGTTGCACCATTTTATCG
GACGTGGACGGTACATCAT
GGAGTGTATGTAAATTCGTTAATTATA
GCTGCGTAGATCTTTAGGTGTA
TGCTGTTCATAGTGCCCTGTTATAGT
TATACGCCAACCGTCCTCAA
AGTCTGGAAGCGAAAACGACAAC
GCTAAGGCAGTGATCTCCTTCTG

GCACAGGTATGTTCAATGTTTATTTC
TTTGTCTCTAAGAGCGAACGA
GTTGAAGAAGATTCGAATAGGATCGT
GAAGCCCAGATCTAAGAATTTCC
ACCGCGTCTCTGCCACTCT
TCTTAAGCCGTACGCCTCTA
CTTGTTCGCTTGTAACGTCACT
GGCGGCACCACGATGTA
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Supplementary Fig. 1

Expression levels of candidate genes obtained by differential display. Relative transcript levels in heads were normalized based on Actin expression. Relative expression levels (fold changes) to that in ICs are shown. Grey: ICs, White: workers, Black: FGs; W: worker, FG: future gamergate, Error bars (SD) and statistical analyses originate from experimental triplications. * P < 0.05, *** P < 0.001, Student’s t-test. 
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Supplementary Fig. 2

Unnormalized expression levels of DiaCRALDCP in Diacamma depending on reproductive role. Transcript levels obtained from the same amount of RNA are shown. a Comparison of DiaCRALDCP levels between the brain and HEB (head excluding brain) in intact callows (ICs). Relative expression levels (fold changes) to that in the brain are shown. b Comparison of DiaCRALDCP levels in the HEB of workers and reproductives. Transcript levels obtained from same amount of RNA are shown. An arrow indicates timing of gemma mutilation. Grey: ICs, White: workers, Black: reproductives; W: worker, FG: future gamergate, G: gamergate, sub: subordinate worker, dom: dominant egg-laying worker. Error bars (SD) and statistical analyses originate from experimental triplications. * P < 0.05, *** P < 0.001, Student’s t-test. 
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Supplementary Fig. 3

Unnormalized tissue- and reproductive-role specific DiaCRALDCP expression in Diacamma. Transcript levels obtained from the same amount of RNA are shown. a Tissue-specificity of DiaCRALDCP in intact callows (ICs). Relative expression levels (fold changes) to that in the eye are shown. Different letters indicate statistical differences in the transcript level (P < 0.05, ANOVA, Tukey’s HSD test). b Tissue-specificity of DiaCRALDCP in individuals with different reproductive roles. Arrowheads indicate timing of gemma mutilation. Grey bar: intact callow (IC), White bar: day-1 worker (1W), Black bar: day-1 future gamergate (1FG). Relative expression levels (fold changes) to that in IC antennae are shown. Error bars (SD) and statistical analyses originate from experimental triplications. Different letters indicate statistical differences (P < 0.05, ANOVA, Tukey’s HSD test). 
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