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FROSE L AMEARE T, HRIET (wzx) RIEF RO
BET (C) 2L U 15 BOBETEABS M E - T
B0, BTN L WA CRIETFREOHD S, ¥
7o, MR ATERC & 0, B LSRR ILER 6 et ihn Kt
IGL, 3EOWEENOMENMSR T B, GEIE - KF
1971, 5 1973),

HAE OO ST R ST S B B
T, —HOEEHI AT THTCBD, Sk T e
FHC DU COFMAI O 5 ORI & ToligE X
DIERIC D THET 5,

TBEBEREICN D, AHBCKOMGE A Hr, &
CtEZZT 5,

EBMHERUAE

HEE + = R R OEHSEB TR & LTI
AR X fe it Table 1 @RT 20 R TH 2, TEE
SR Hico TE, HHEOBIEC D &SSO REY
B <toadvz, Fi {8 kD OB BLETFRAGRH T 78
W, F Mgt o BRES TR I iz, Licdis
T, BEHEA T 0T ¥ AERE & IR & & B 5\ IR IEE &

L X A RFERM O WK BT 5 & E RN TET,
WMo B Biedic- Tk JOACHIN (& X % k=
IMMER & @EH A L7,

List of the translocation lines
and linkage testers

a. RT-lines

Table 1.

Stock. No, | Franslocated Origin
RT1-2 1, 2 Okute-asahi X-15
RT1-3a 1, 3 Norin-8 1-25, 0
RT1-3b 1, 3 Norin-8 1581
RT 1-8 1, 8 Norin-8 1288
RT1-10 1, 10 Norin-8 1533
RT 3-4b 3, 4 Norin-8 14-15, 0
RT 3-6 3, 6 Okute-asahi X,-7
RT 3-8a 3, 8 Okute-asahi A2
RT 3-8b 3, 8 Okute-asahi Ay-4
RT 3-12 3, 12 Norin-8 1509
RT5-6 5 6 Okute-asahi X-120
RT 6-8 6, 8 Atomic bombed rice
RT6-10 6, 10 Norin-8 1470
RT 8-10 8, 10 Norin-8 1244
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b. Linkage testers

Stock. No. Marker gene Character expression
H- 69 75, nl, CBp fine stripe, neck leaf, Chromogen
H-137 15, nl, Dn ” s ” , Dense panicle
_ . ” , daikoku-dwarf, verticillate rachis, brown
H-140 S5, dy, i by, CPp discoloration of leaves, Chromogen .
_ _ .. ” , Hairly glume, Chromogen, Activator,
H-316 fs, Hg, CB», A, Py Purple hull
H-337 Cl Clustered spikelets
H-339 Cl ”
Table 2. Linkage relations between the gene for fine stripes, f§
and translocation break-points in the 6th chromosome
F, Segregation Goodness of fit
Cross Combi. Total R(lacomb.
+F 4SS AF  £S value (%) | e | a g | P
RT 326 x H-140 O 202 255 102 55 614 22.1+3.00 0.200 3 | 0.95-0.98
C 206.4 254.1 100.6 52.9
RT 5-6 x H-157 O 76 155 56 15 302 9.4+243 4.847 3 | 0.10-0.20
C 88.35 138.15 62.65 12.85
RT 6-8x H-69 O 101 213 112 0 426 0 0.568 2 10.70-0.80
Dt C | 1065 2130 1065 0
RT 6-10% H-69 O 61 100 32 11 204 13.4£3.64 2.493 3 | 0.30-0.50
C 62.8 90.2 39.2 11.8
F.-fertile, S---semi-sterile, O---observed numbers, C.--calculated numbers from the recombina-

tion value.

Table 3. Independent relations between f5 and translocation
break-points
F; Segregation Goodness of fit (3:3:1:1)
Cross Combi. Total
+F +S fsEFE 8 Xz d.f. P
RT 1-2xX H-69 155 163 47 42 407 2.586 3 0.3-0.5
RT 1-3 ax H-140 149 173 54 45 421 3.089 3 0.3-0.5
RT 1-3 bxH-140 164 188 61 67 480 2.611 3 0.3-0.5
RT 1-8xH-140 220 246 90 79 635 3.064 3 0.3-0.5
RT 1-10x H-137 150 159 55 49 413 0.617 3 0.8-0.9
RT 3-4 bxH-140 193 215 64 56 528 3.162 3 0.3-0.5
RT 3-8 axH-69 116 114 35 34 299 0.621 3 0.8-0.9
RT 3-8 bxH-140 167 202 61 63 493 3.352 3 0.3-0.5
TR 3-12x H-140 183 215 75 66 539 2.521 3 0.3-0.5
RT 8-10 X H-140 190 182 46 59 477 3.867 3 0.2-0.3
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EBHER

A, REBREZTFOFRRBRESS ;

HERCLRRE TE] © X BB & - CER SR
RRERVAT, FEECHB TG L S7ehT oo
Hfixd 5, “h¥ THMSGEEEET, Mkl
B, 8 VISR Y b5 LD &S THR,
4 EIOEBTE, [FEH WErETOIRERFLE
6 Yuftu i % & UHRIE SR O ZEMED Fp i 35\ T, Table 2
R E SRR S Mmoot LIchio T, b
s THRER] BT oREFO—E, HIHE

Table 4.
linkage group

BB TS5 L0 D > TL W EELBRL, LRE
6 e ta (Ra I < MDY A O\ TEREE A & D% A
AT RO 2 E B i (Table 3),

B. #E®W, EEREEZRUEMNIMECETD

3 BORIETFHIOEHPAGR

A H-69x H-337 © Fy £ i B\ Ttk
£, ARERCEE MU OV TERER SRS
AU, TheRWEZES L TW5 3EETED
W, 23B(EFRTOEEBRABE Lick 2 5 (Table
4), fs rfaff) & C(ERER) MITiLf08% &\ 5 i
Tl o THEDHSMEARM I, & Co

Linkage relations of genes belonging to the 1st

Cross: H-69XH-337 Fp-1
Gene F, Segregation ol Linkage ng?:;b.r »_m(‘iot)»dness of fit
pair. AB Ab aB ab ota phase (%) x2 d.{. P
EFCZ © | 617h---N76 2 209 834 C 08 0.297 2 10.80
S C | 62206 688 --- 20506 . - oo [ BT ' 80-0.90
s—-C © ol 169 183 28 834 | R 37.6 0.850 3 0.8
4 C | 4465 1790 1790 295 °p " ' 80-0.90
C-Cl © 453 184 166 31 834 R 39.1 1.009 3 0.70-0.8
- e . . .70-0.80
C | 44893 17657 17657 31.93 P
Table 5. Linkage relations between f5 and CI in coupling phase ‘
F, Segregation Reci)mb. Goodness of fit
i T value
Cross Combi. Cl+ Clfs ++ +fs Total ) 2 d.f. p
O 55 2 4 15 76
H-316 x H-339 Corr* 55.00 2.31 4.00 17.35 78.66 8.0 0.061 2 0.70-0.80
01 C 55.99 6.02 16.66
O 121 5 8 11 145
” : 2 Corr 121.00 13.44 17.68 42.88 195.00 16.1 3.824 3 0.20-0.30
C 131.85 14.40 34.35
O 157 2 35 25 209
» : 3 Corr 157.00 4.49 26.50 57.67 245.66 9.2 6.726 2 | 0.02-0.05
C 173.50 21.50 50.66
(6] 516 1 32 178 727
H- 69xH-337 Corr 628.78 1.24 32.00 181.656 843.67 159 32.249 2 <0.01
» : 2 C 626.09 13.33 204.25

* Corrected number of the observation.
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B, Wt C & CLEEM/NME) DB b, 008 e b
b AR R A T L O AR BB bR, 5 & CLH
ORI DOV TE, O HEM A4, H-316 X H-
339 D Fp e o\ ChiF Az fo & = A, SR AT
ROTHRAHEDOHAE LD Lok E VD, HgEEG
VLR S hutc (Table 5), 725U F xR T52 &
b, 2MOMBREOMBEEN AT o Rics
BENRbRT, ok, WThoEAheTh, REM

wx RT6-11 C RT6-10
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DR 2o T, B R AIE L TR L &,
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Fig. 1. Trial construction of the map of genes on the 6th
chromosome (1st linkage group).
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] =

55 LHEHRE &G4 5 88 6 Yl D\ TIRES B
TR, FiioA BRI 5% ET Y O F#E
INE) R LT 2 5 2 L AVRERTE R, ¥
fo, AROTFORIZT & b MO & O AHERNG I
MrEiebh, 22 Fig. 1 O X 578 I SR omX s
ENIY (N '

5l B X M
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B JuKEEEEMEE 25 137-153.
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Summary

It is known in rice plants that the 1st linkage
group consisting of 15 kinds of gene loci, containing
the genes for waxy endosperm, chromogen, clustered
spikelets etc., corresponds to the 6th chromosome.

In this report, the authors found that the gene

for fine stripes of seedlings, referred to as “Akage-
shima”, is located closely to the locus of CI (clus-
tered spikelets) on the 6th chromosome, in the
course of linkage analysis using translocation lines.
There is a possibility that part of the 7th linkage
group and the 1st linkage group is associated with
the 6th chromosome, if the genic identification
with the gene, f5; (fine stripes) and the loci of the
genes of the 7th group are re-examined. At pre-
sent, the gene Dn (dense panicle) belonging to the
7th linkage group has been assigned to the 1st
chromosome.

Translocation-gene linkages involving the 6th
chromosome (Ist linkage group) are presented dia-

grammatically as shown in Fig. 1.



