Supplementary Material

Table S1 STS and degenerated primers used for fosmid clone screening in Samia cynthia.
	fosmid 
	STS primers
	Product
	Degenerate primers

	code
	Forward primer
	Reverse primer
	size (bp)
	Forward primer
	Reverse primer

	39N17
	gtttggggagcacatggagaat
	catttccgtctgcgttcgcttgg
	ca. 2500
	
	

	9G21
	atgcagaacgacgctggtgaattc
	gtagttcttagccagtatcccgtc
	ca. 1900
	
	

	28O11
	acgtgaggtctatagctgag
	ctcttcaaagtgccatgctg
	1120
	
	

	63H6
	tcaggaaaggatatcgagaa
	cctttacacggagtttttgt
	148
	
	

	57F7, 39M24
	ggattacgttttaggcggtg
	ctttatccgctttagggctg
	281
	
	

	42E11
	gaaggaaccgaaacaaacac
	gtctattcctctccaatacg
	200
	
	

	62D4
	ctgaagaggacccgattgag
	gatgtggcggttaccttcag
	338
	
	

	21F6
	aacgactgatcggcgatgca
	ctgttgtcaaagtcctcgcc
	568
	　
	　

	47N14
	tatcgccagttgactcgtatgcac
	tgaagagtcctgtgctacccagta
	963
	
	

	5C24
	gttcgctaagttgttcctagtg
	tcataagccaatccagctgtag
	294
	
	

	51F19
	cgagtaactcattctcctcg
	ttggaggctcattttctcgg
	270
	aycartcnacntcngcntcntggtgg
	ccnagnccncgnacytgdatccarta

	20E12
	ggatcttggtaacgcggaat
	agtattccgatgacaccgca
	210
	　
	　

	6P17
	tgcaacacacaaccgcatac
	gaaaccccagggtttggtaa
	303
	
	

	35P19
	gataagaaatgtccattcacgggt
	ctgaagcaaggcgataaatgaaca
	185
	
	

	60P13
	atttattgcacccttccccc
	ttaatctagctcggccacca
	204
	
	

	55M14
	catattccgcacgatgcggg
	gttacctaagcccatgttcat
	ca. 1800 
	　
	　

	20J22
	gttgccgcgttggtagtagacaa
	ccagactcgtcgtactcctgttt
	1175
	
	

	33F8
	gcaagcagatggtatgcgat
	ggccgcacctactttagatt
	326
	
	

	12E18
	cgtaagatgatcaaggatggtctgg
	cttctcagccttcttcctgtggat
	ca. 1900
	
	

	25G4
	ggtatcgacaaacgtaccatcg
	atggatttagggttgtcctctg
	1085
	　
	　

	61P10
	aagaggcgtcgtgagggaaa
	ctcctgggccattgtcaact
	1046
	
	

	63B20
	gctggcaggtacgctcacaa
	aatgcagcctcacgtgctcc
	332
	
	

	32P7
	aagaggaagtatgagttagg
	gtacgcaccaattcattgtt
	1199
	
	

	27A12
	ttgtagagccgtacaacacgacg
	accaggtcgttcatgttgctctc
	721
	
	

	18O10
	ttctggacaagtgtgtggtg
	tcacaagagaccctctttgg
	322
	
	

	45O20
	accgaattagaagtggtgatg
	gctttcttcactcatacgtga
	ca. 2000
	　
	　

	29M1
	ggtctgctactcttcactgg
	cccaggtctaccttagtcga
	561
	
	

	52K2
	ttacgtggccgcgtatttac
	ttttgccattgagctcggag
	140
	
	

	47I5
	gaggactcatgtcttgtgtcagag
	acgtccggtcctcttcgttttctt
	ca. 2500
	
	

	56E18
	tggtgaggtcttcgttcaca
	ccgttcttgacgggttcatt
	621
	　
	　

	44L5
	cccgattttgtattcggtga
	cgtagtaagcgatagcattg
	242
	
	

	49D20
	ggacgtcggacaagtagtag
	ctgcacagttcggccgaata
	153
	
	

	13B10, 52H8
	atggtgaacaacagggtacc
	gcatgatggattgacttcgc
	ca. 1300
	
	

	52I13
	ggatgtgccctccggtaaca
	catgggctgggccttcatga
	859
	
	

	17F23
	gggaatgttcgtggcaacag
	aaactcgtgggaggcgacat
	594
	taygaygtntggctnggnaaygtnc
	ctraantcntgngangcnacrttytg

	34H14
	ggggcgttgattataatccaatca
	ttttcgcgttctggtttctatcga
	300
	
	

	12L19
	caagccattcagcaatgagg
	cacagatatcaggcccaaac
	170
	
	

	23N7
	aagaaggacacaaaggcctcggct
	gcaacagggtcatctcccttagtc
	ca. 1500
	
	

	46C5
	gttgtccgcctgaatttcta
	gttgtatcgcaccaatacca
	191
	　
	　

	59L14
	cattacctgaagccttatcc
	ggcatgcattcaaaaccttc
	498
	
	

	52F14
	gcacagattgttgagactcg
	cctcgatcccgtaatatcgt
	179
	aarcaratgaaraargcncarathgt
	ggrtaytgrtcraarttrtgngtrtc

	55G12
	ttacacaaacgacttcacgg
	cctgactccttttgaccaaa
	150
	
	

	24K19
	caaaagggtatgccacacaa
	tatgctacgaattcgtaggg
	335
	　
	　

	Table S1 (continued)

	fosmid

code
	STS primers
	Product
size (bp)
	Degenerate primers

	
	Forward primer
	Reverse primer
	
	Forward primer
	Reverse primer

	54I24
	ctgctggtgttgggtgctgt
	gtccgtctcgttggggagat
	672
	
	

	26D8
	gcgcgtattgatgtagaagc
	cgagataccttctgtggtag
	457
	
	

	53P19
	atggccccgagaaaaaacaaagtt
	atcacgatcagccttcactttcat
	202
	
	

	3A24
	attcgctctgttggtcgccg
	tcgtcagcggtgtaggtcac
	337
	　
	　

	11P18
	caaggacaagtacaagcagg
	gtagagaatgtcgctcttgg
	834
	
	

	15C21
	gggtaaacaatggcgtctaag
	gctctgcagccgtagtatccc
	ca. 3000
	
	

	32H9
	aacgtaccgcatttcatgcc
	taagtgtctttgggtagggc
	179
	　
	　

	11O1
	ggacgaaaatgggcaaccat
	tcctgatcggccatgatcat
	789
	
	

	44L2
	cataaacacgacaggaaagttcggc
	cttggtgcgcacgtatggtttagt
	ca. 2200
	
	

	22B11
	aacctggacccaacgtttggggga
	gtcccagatgacgagttgaccatc
	533
	
	

	17P9
	atcaaacgtggacgcgctta
	acagaagtcagctacgtgct
	181
	
	

	38O13
	ttgctgggaaacaactcgag
	ttggtctggtgggattcctt
	218
	　
	　

	56J8, 34G6, 34F14 
	cactgcggacaaaacttagg
	atccttctggaagtgacgag
	317
	
	

	32B23
	ggcgctcccatcgtacagaa
	gccaccttccttctgggtct
	310
	
	

	56J22
	caccgagaaactcgaggagg
	cttcacgtcgtcgatcagcc
	292
	acncarcayttytgyctncgntggaa
	tcnggrttnganggrcadatcatrtc

	75O1
	ccttgtcgagaacgaaagcg
	gcaatcctttccaggagtgg
	136
	
	

	21P14
	gcaagcaaaccggtgaattc
	tcctcagctccgatcagttt
	223
	
	

	44E23
	ccctacaacaccaccctgat
	gacctcagacggtggttctt
	713
	
	

	14J3
	ggtggtactgaaatgggaca
	cttacacggtcgacatatgc
	1985
	　
	　

	45A6
	gagtacacttgtactgctcgtaacc
	cttcttcgcctggaggaatataagg
	1820
	
	

	19B8
	ggccgaatcattggtaaggg
	tttgtgactccgctttggcc
	170
	　
	　

	22D1
	cttcatgctcttgaatctggtttg
	ttgcagttttgccggtaccaatt
	193
	
	

	20O8, 37G3
	cttcgtgttcgctctggttc
	aaactgcgatcgctggtcca
	643
	
	

	　
	　
	　
	　
	　
	　


Table S2 Fosmid information, fluorochromes used for labeling and pseudocolors used for signal detection in FISH mapping.on chromosomes of Samia cynthia.
	
	
	FISH probes
	　

	Chr 
	fosmid 
	for gene ordering in
	for karyotype in
	
	Putative function

	No.
	code
	Figure 1 (pseudocolor)
	Figure 2 (pseudocolor)
	Figure 3 (pseudocolor)
	　

	1
	39N17
	Cy5 (magenta)
	
	
	3-hydroxy-3-methylgultary-CoA reducase

	1
	9G21
	O (yellow)
	*G (pastel green)
	
	ribosomal protein S21

	1
	28O11
	R (red)
	
	
	eukaryotic translation initiation factor 2α

	1
	63H6
	*G (cyan)
	
	
	ribosomal protein S20

	1
	57F7
	*O (orange)
	
	
	hypothetical protein

	1
	42E11
	*Cy5 (blue)
	
	
	THO complex subunit 3

	1
	62D4
	*R (gray)
	*R (orange)
	
	vitellogenin

	1
	21F6
	G (green)
	　
	　
	HSP70

	2
	47N14
	Cy5 (magenta)
	*O (pastel magenta)
	
	ribosomal protein L15

	2
	5C24
	O (yellow)
	O (yellow)
	
	attacin

	2
	51F19
	G (green)
	G (green)
	
	laccase2

	2
	20E12
	R (red)
	　
	　
	diapause bioclock protein

	3
	6P17
	G (green)
	
	
	serpin-4A

	3
	35P19
	O (yellow)
	
	
	ribosomal protein S11

	3
	60P13
	Cy5 (magenta)
	*Cy5 (cyan)
	
	ribosomal protein S27

	3
	55M14
	R (red)
	R (red)
	　
	chitinase

	4
	20J22
	G (green)
	
	
	cytoplasmic actin (A4)

	4
	33F8
	R (red)
	G (green)
	
	ribosomal protein S24

	4
	12E18
	Cy5 (magenta)
	Cy5 (magenta)
	
	ribosomal protein L19

	4
	25G4
	O (yellow)
	　
	　
	elongation factor 1α

	5
	61P10
	Cy5 (magenta)
	
	
	ribosomal protein L5

	5
	63B20
	*Cy5 (blue)
	
	
	ribosomal protein S5

	5
	32P7
	R (red)
	R (red)
	
	ribosomal protein S8

	5
	27A12
	*G (cyan)
	
	
	bmtub4

	5
	18O10
	G (green)
	
	
	Ala-tRNA synthetase

	5
	45O20
	O (yellow)
	　
	　
	dopa decarboxylase

	6
	29M1
	G (green)
	
	
	ribosomal protein L6

	6
	52K2
	R (red)
	G (green)
	
	ribosomal protein P2

	6
	47I5
	Cy5 (magenta)
	
	
	ribosomal protein S30

	6
	56E18
	O (yellow)
	O (yellow)
	　
	storage protein (SP1)

	7
	44L5
	R (red)
	G (green)
	
	elongation factor 1 gamma

	7
	49D20
	G (green)
	G (green)
	
	sensory neuron membrane protein-1 (snmp)

	7
	13B10
	O (yellow)
	
	
	ribosomal protein S9

	7
	52I13
	Cy5 (magenta)
	
	
	translation elongation factor 2

	7
	17F23
	*G (cyan)
	　
	　
	egg-specific protein

	8
	34H14
	R (red)
	Cy5 (magenta)
	
	PTTH

	8
	12L19
	Cy5 (magenta)
	
	
	calreticulin

	8
	23N7
	G (green)
	
	
	ribosomal protein S25

	8
	46C5
	O (yellow)
	　
	　
	prophenoloxidase activating factor 3

	9
	59L14
	G (green)
	O (yellow)
	
	arylphorin (SP2)

	9
	52F14
	O (yellow)
	
	
	PKGIb

	9
	55G12
	R (red)
	
	
	ribosomal protein L31

	9
	24K19
	Cy5 (magenta)
	　
	　
	ribosomal protein L21

	Table S2 (continued)

	
	
	FISH probes
	

	Chr
	fosmid
	for gene ordering in
	for karyotype in
	
	Putative function

	No.
	code
	Figure 1 (pseudocolor)
	Figure 2 (pseudocolor)
	Figure 3 (pseudocolor)
	

	10
	54I24
	G (green)
	
	
	allatostatin preprohormone

	10
	26D8
	R (red)
	
	
	hypothetical protein

	10
	53P19
	Cy5 (magenta)
	G (green)
	
	ribosomal protein S14

	10
	3A24
	O (yellow)
	　
	　
	LCP18

	11
	11P18
	G (green)
	
	
	ADP/ATP translocase

	11
	15C21
	Cy5 (magenta)
	
	
	hemolin

	11
	32H9
	O (red)
	*G (pastel green)
	
	P450

	11
	not found
	*O (yellow)
	　
	　
	ribosomal protein L4

	12
	11O1
	R (red)
	O (yellow)
	R (red)
	topoisomerase II

	12
	44L2
	*G (cyan)
	
	*G (pastel magenta)
	ribosomal protein L18

	12
	22B11
	O (yellow)
	
	O (yellow)
	ribosomal SOP2

	12
	17P9
	Cy5 (magenta)
	
	Cy5 (magenta)
	sorbitol dehydrogenase

	12
	38O13
	G (green)
	　
	G (green)
	UBI3 mRNA for polyubiquitin

	13
	56J8
	*O (orange)
	
	
	hypothetical protein

	13
	32B23
	Cy5 (magenta)
	
	*Cy5 (magenta)
	glycin rich protein

	13
	56J22
	R (red)
	O (yellow)
	**R (red)
	broad-complex (BR-C)

	13
	75O1
	*Cy5 (cyan)
	
	***G (pastel green)
	lysozyme

	13
	21P14
	O (yellow)
	O (yellow)
	**O (yellow)
	p109

	13
	44E23
	G (green)
	
	**G (green)
	J domain containing protein (JDCP)

	13
	14J3
	*G (pastel magenta)
	　
	***O (pastel magenta)
	xanthine dehydrogenase I

	Z
	45A6
	G (cyan)
	*R (orange)
	*R (cyan)
	kettin

	Z
	19B8
	R (red)
	　
	*O (orange)
	hypothetical protein

	****
	22D1
	
	
	
	Triosephosphate isomerase (tpi)

	****
	37G3, 20O8
	
	
	
	cecropin B

	　
	　
	　
	　
	　
	　


G, R, O, Cy5: Fosmid probes labeled with Green-dUTP, Red-dUTP, Orange-dUTP, and Cy5-dUTP, respectively.
*1st round of reprobed FISH
**2nd round of reprobed FISH
***3rd round of reprobed FISH
****Multiple signals occurred after FISH with these fosmid probes.
