Table 1. Quantitative real-time polymerase chain reaction primers of genes in protoporphyrin IX synthesis pathways.
	Gene
	F/R
	Primer Sequence 5’to 3’

	ALAD
	Forward
	CTTGGCAACAGGGTATCGGT

	
	Reverse
	AGCTGGGCTTGACTTAGCTG

	ALAS1
	Forward
	CCTAGATTCTTTCCACAGGAGCC

	
	Reverse
	CATCTTGGGGCAGTTTTGGG

	ABCG2
	Forward
	AGTTCTCAGCAGCTCTTCGG

	
	Reverse
	TTCCAACCTTGGAGTCTGCC

	ABCB6
	Forward
	CTGCGGTATGTGGTCTCTGG

	
	Reverse
	GAACCTGGCTCCTTTCCACA

	CPOX
	Forward
	ATCTGCTGTATGATCGGGGC

	
	Reverse
	ACTCCCATCGGGCAGTTAGA

	FECH
	Forward
	TCAACCGCAGAAGAGGAAGC

	
	Reverse
	TGTCATGAGGTCTCGGTCCA

	HO-1
	Forward
	AAGACTGCGTTCCTGCTCAA

	
	Reverse
	GGGGGCAGAATCTTGCACTT

	PEPT2
	Forward
	CTCCAGGCAGCTTGGCTATT

	
	Reverse
	GAATTCGGCCCACTGTACCA

	UROS
	Forward
	GCGCTCAAGGACAAAGGGAT

	
	Reverse
	TGTGAGGCCAGAGGGACTAA


ALAD（ALA dehydratase）, ALAS1 (ALA synthase 1), ABCG2 (ATP Binding Cassette subfamily G member 2), ABCB6 (ATP Binding Cassette subfamily B member 6), CPOX (Coproporphyfinogen oxidase), FECH (Ferrochelatase), HO-1 (heme oxygenase 1), PEPT2 (oligopeptide transporter 2), UROS (uroporphyrinogen III synthase). 
