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SM.05 Secondary structure of the putative control region in the Heterocypris spadix mitogenome, predicted with the RNAfold WebServer (Gruber et al., 2008; Lorenz et al., 2011); colors indicate the base-pairing probability. A, Structure from a minimum free energy prediction with a partition function. B, Structure from a thermodynamic ensemble prediction. The scale indicates probability levels between 0 and 1 for the various colors.
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