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EEZ, T myosin-BIL DT, HBRMBIC X>T, BHIEEROHMRE ORI
#HFELT, ATPase FFEDORA EMEDOETHEAL NS C &, X myosinA 20T, Pk
O BRAERRIRIC &> T ATPase I DOHA & HICHEORMBAONBE L L, £ LTLTHOE
ALEEONICRE—THE L0, ZOMEORE, FFOZRXRMENTINICIbN
TWBTEERTHDEREY Ui,

ABIOHXE, BAST OHEMMMRIC X 2 ZXEEDEMOBRBEYL MCT 51D, B
FERLE U7 myosin-A [T DUNVT, RSB, BEREN, @@OEL I, &L TRESHAEKR
& % helix content DHFE L, HEAERX <7 FrOHIFEDS S hydrophobic group O F)4 5=
{2 LT, molecular conformation D& ALE A7 DTH B, myosin-B 3 IEK P AREE T HEL
WESKARIS IO RN S T LR RSP T,

ZORE, myosin-A IC DT %, myosin-B & U<, MEREADREENSD N, ¥
B, BEREHOELE G LT helix content 2343 3 ¢ & MBS SiciE - 72,

X, BRI X 2EMICHT IHEMRESLZ DI, DD DWH W3 helical
forming agent & UTHILO N TS HEABDZ % L, pyrophosphate D ILFERIE A1,

BICK, AfE LTONTHREDENCIZE/RELEDOEDPS, BEADOHKEEEDOBED
—IHAHEE RS O TRV EEZ, myosin-A % trypsin AL THES 13 H- & L-mero
myosin [T DWT, F& UTEETEEERRT b k> THEEEBIC X 3E®E2FH I,

PIEDO#ED»S, myosin OEEMAFIC L AEEEZOBBICODWTERZELRA LD T
H5,

il

II. #HBXUHE
L. # %
myosin-A O, WEIC DWW TREH” LAET, TEHER2~3%, 05MKCl %K
ELTOC TR, At 14 HRIPICHER L,

*ARERERRBERPIEDIATTER B 87 B
z OBFEE, [BREELKS &5 EREFEREO—2& LT, RAEEEPFRARC BT, BHI38E
BREIFER & UTHEDT R - /o,

KBRS S HB228 HEm39HE
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H- & L-meromyosin @i, ¥ i3 Szent-Gydrgyi D7 1:> it > 72, Bl 5, Borate buffer
% F pH 88 & U721 % myosin-A 0.5 M KCl %1z 0.1% trypsin 2 hnz 12 4306 X4 72
#, 0.1% trypsin inhibitor ’T\:JJD??. BUSZAFIL S, O NER, ZHLUTH & L 2080
to, FDBORER S FE - J:o 7z, H-meromyosin Li7J<]’§ # & LT, L-meromyosin {2 0.5 M
KCl e LT 0°C ¢4, »and 14 BRAIRIC@R L,

2. A i '

MG K UBREM K KR TR 37 8 @ Ostwald ki F % BV, BB 26°C THIE
L7, BEEGEM, BHEEE 0.08%, 0.5 M KCI %% pH 7.0 Tris buffer, Cal mM, # ATP
1mM, 26°C & LT split 1.5 Pi % Fiske-Subarrow #:ic X 0, 55 660 ma T B35 0%
FTHAEET S, W, BEO 05‘?“%@2 i& micro-Kjelder] #:& Biret He Ao,

ﬁﬁj'cﬁ?‘éi s Rl Rudolph Model 200 10 cm xR, He 52 @A LTS5 A0k
FETHlE L, BERSEEQCC) CHER LB -, FBREICDPVTEL N 2 BELE
[a] A Moffit-Yang 0 3Ric AL T

_ /100 n+2 a)is ybo.ﬂs
[“]“<M0>< ) )
. i’—lo /100 A*+2 )\ "~ b
) = (A0 22N b ] (2)
la] (=28 & BJF =) ie LT T oy b4 3 EERAESNEG, COHEBOIEDID &5

F, A helix content It B 5 L, ZRICHHT B1E b, BEDN, X OBEKOTE NS,
& U helical conformation [ H 53T 208, BHMEGHETLEEISNTS a KD
55,

BL, EXT 2 GBEEOENR, M, 3TEHRER, 1 QUFCHOLEETS 3, 4 &
LTREFROONTINS 212mu 2R, M, b, A2 —600 TH| 3 & 14w 3 helix content
WELNEN, CCTRENCHHTEDOT, b DELZDE AT,

BHRINEZRARY ML myosin-A, H- & L-merorﬁyosin =G N tryptOphan, tyrosine
Ao TOBDT, 250~320 mu OFEST, native HREZ MR E LTHEERRY P i
R Ui, A7 38 13 Cary Model 14 5543 R4 0L Ch B,

BiED: BEEE 03%, 05MKCl % # pH 7.0 Tris buffer 03HE D1 T, Spinco
Model E % f\>, 56,100 r.p.m, 20°C CyhRhisiE % s L,

HEREME: A2 TS5ml FouhRBEBEICED, #NFNOEE® bath it Ah, 15 4
RIME LTl & & 7, EHFIE LTI, 0°C~—120°C T propyl alchollig. N,, —150°C ©
isopentane-lig. N;, —196°C © liq. N, Z i 72, & HAERE © &2 H CDOWVWT, BEFEO&RPOD
BREETEZREIHELLT A1, £TORE%E ~10°C ® bath 5 WEZRAR L JREE o bath i€
BLTOE, Kbz oRECREEE DEB L, B34 T 30°C @ water bath th T
WOIEDE T8 12,
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III. # 2

myosin-A . ‘
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BE 08%) KDV THESBZERE L, MofitYang 07 vy bE LTRLILSDTH B, T
OEPORONB X DICHBRESMEN S OZ EHBROBBINZI L IL- TS, HEHEOH
7> 5 helix content [t T B{EE LT b, 55, YFH 5 13 D helix content i[53 % & dkic
BHDRGBE L TNBEEZLNTVDEIE g, BRDHOLN 5,

—§%z, native 73 myosin-A Ob, |3 —340~—350 & SN T3, T THOW K RE I’
—320~~330 THORERNMETH S, LHLURE—BHLIELEZONS,

B2, AURBICONT, BRTBROMERE EBIC, BILME Wsp/c, ¢ ZIAKE100g
MOBHED g ) & ATPase DFEMAJEL, BHREICHLTT oy PLAELDTH S,
TDREENS, by, aff, B, BERE®OALTHR —50°C £ CRE & HICE/LL, 20%
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BIE—FEILR 2 Enbd 5, :

HEOHMEFIE LT, —b MMBED L, —a BEHEMLTHAED, THIRBENET a
helix Z1®E A O transconformation % 79 pattern T % V), a-helix ® —# 5> »5 random coil
K27 EERLTWVAS, AL, BERIEHN50% ESICETLTHREDIIE~NS &, —b
DEALIZE £ 20~30% 1 ETENE LR E IR0, Ui LT ORERICE > T, HRGRERL
7z myosin-A {3 % @ helix D—I AT I tronsconformation B3R5 C & HEES iz I iz,

EHEIRT ML

EAST A% 2O T transconformation %29 &, WHICHAAT N TEO EESE
MEFE9 2 DI S L TUW A tryptophan, tyrosine 2@ hydrophobic group /M BT 5,
- T native ILE PR E U T 250~320 mp CHEHEWNDOEE & 5 LERMSFEREICT 0D
e W 3 blue shift 2845125, #iciziE, blue shift BEHZTEI N 5 T & &, trans
conformation Aft> TNVE T & &ERT T &I B,

3 i3, ik a#uc £ O transconformation & 5 4172 myosin-A {2 DT, 250~320mp
DOEEBICO>NTERARY v EE ULERTH S,
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[eXolh 2

wave length
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%3 HAGERE U /2 myosin-A ORMNEZ <7
] eoeenn _QODC’ D eennnn "50°C, 3 eeaens _ IOOOC, 4 e . 15000,
5oeveens —196°C TR ZNHFELd 0D

HMirAELNE LI, MFEOEMBFICIZEMOBAETELINEERRY Y LVOEELD
FEHICHE L, T~ FTCHBD, 270 mu {6 IC £ — 7 2D blue shift 28453 &5
tyrosine FHEIC EE UTEMBI> TV EDOTRHENDEEZ LN E, X, 210mp D~ 2
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B 285~290 mp DY UYL (tryptophan) (Z BHGRE DENS DB ERE (- THY, KDH 2
RofER L FFRSEMZEZRLTNE, 2ocsEhrdbd, HEiFEMAEIC X> T, helical conforma-
tion BEMLTNEENIEZ B HEINS,
- N, T OBAIT blue shift MLOEMDFERE L D/NZINZ LDV TROBILELET B,
g E D ' ' :

I BRYC RS R L 7o 5L (—100°C) CHRBELLERIC & D iEHEEIIB £ 30 < 7o i SR, AliCHE L
Foki B L EKE, native MEBEDERIBELALALGNT, BICRLIIIUTHEOEME L
DH LN, myosinA OEHLAICE DL O TRENC EMERI NI,

ﬁ’l%re!ﬁa‘ocklﬂzmﬁﬁ@

BRI D15 ¢, polypeptide % randomcail Yk DFEEIT helix 25 S EBEHEDH B
HOMBN L OBESNTINAD, BREMEL TChike myosin-A @ helix 23C DX 5 15K
BIIC K> THIE L2 EN D T &, Bl E—RICINA THK U B RER R E B
W&V D T EEFESERIC Ko T, v
X, pyrophosphate (PPi) 28 myosin-ATPase D #Z 1T U THHE xﬁfﬁfp&) BT EMAENT
WEY OT, HFEBEICH U TORBREHRED 20 E 5 PICD0TS FH~I,

myosin-A O V5 DIEIEICH T B IR D0 TN # R, 2-chloro-ethanol 3 %,
Dioxane 112, Dimethyl formamide 10% & TUMWEBR LT &R M- 2 O T, myosin-A
1 9 (o M sEs ¢ - RO RE OFBEE R 0.5 M KCl, 0.05M Tris buffer, pH7.0 & LT, Hi
ERUFET —100°C & THifE UTRlIRS 5 &, TAlC gel U THRTHENBERS B 50
BHbNI, CRRBROBRTOFRBEROBE/LOIDBESEZAHRLIELZ LN
2, BLEIHDIC NI ImMPPi 2In2 TH L &, PR ORMBRIEREEOTEEAEU 20,
BFBABEOADEAI DR mild BERTREOLEEDLDND LI RERERLI, PPi OF=
FERIC DT, Tonomura 5% A3 myosin-A {T10% dioxane % A 72D E FEE TR D
PERBDONDC EERELTODH, CORENDS, PPIig#kET 5 EICX> TS

DHRESHREBHB O LN EBHEEINS,

FiT, BFERR L2 myosin A ~DIETAIERZ A 5 72010, HEREEE LT —b, HORD 2
A 5Nz myosinA 1T FEEETINS OFBIERA A % &, native 73 myosin-A Tl3554
KHERTALONBCORECHUBAELL, BECKAFMNTEMEMSR THDH T & BHEES
N, UL, FTEBEOHFBEME LI ImM PP 202 5 & 584 iR L 7,

BlERIE, ToOMET, —100°C CTHKEMMEL 72880 ImM PP & K EOEBALEE N
ZTESICEEFBRZWEL TESNHRETH S, BRICAODNE XL, PPLOATIEA
CHRMAEDOIRNEE ST EAEESL NS, 2chloro-ethanol i3 dioxane + PPi ® 413,
native X {2 2P FOMEE T —b ML T3, iid—F random 73> 785 BFH U
helix ZH B L 72D TRV DPENS T%‘H:%fﬁ LT %, dimethylformamide+4-PPi. ¢ 3 i
J:/u&%%@ B &SI 1o, '



BUSEREIR I X 3 myosin-A OZHE 125

B 1% BEREML /- myosn-A kKXY B EEISG & pyrophosphate @ %

—dy '__bO

it i R W #) 80 320

A A 75 210
' mM pyrophosphate (PPi) 69 180
3 % 2-chloro-ethanol 1m M PPj 31 328
10% dioxane 1mM PPi 43 302
10% dimethyl formamide 1mM PPi 57 214

HERE —100°C

2. meromyosin

myosin-A MEFERMBIC X DVER LB ENS T &%, 2OoBEDREH 0D, A5,
a-helix G helix content #3% ¢ H Dk ik X4 fibrous B TH B D ARENLHE E TH
EhHEELIDE, FA—EHIDELNLE - DDEN - type, B B globular 75 # 4 & fibrous
BEHAORBEREEZRKT 2 Licko TENBHELDONE BN S, X, myosin-A T
—by EABD LT BICbH B TR < 2 bvT blue shift 232 1113 £ 5 -G BN
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Temp.
# 5K BUEBM L7 L-meromyosin @25 & BESEE & O BE%
—0O— —bfi —@— —afd

CEETENDEINBHATHLLETEULE, COMICDOVTH EOZD>OHMK TR B BRE
WA 5EEDNS,

Z DX 573 E T myosin-A % trypsin 73+ fi# L T# 5 415 H-meromyosin (a-helix, globular
type) & L-meromyosin (a-helix, fibrous type) 12 DU T B EE M % i U e,

% 43, #5KMi3, H-meromyosin (H-M) & L-meromyosin (L-M) % [ ic 6 D& G
FEBMVRED B2 U e B D0 T, RSB LU H-M (2 T3 ATPase i o 52 #55%
%, BEREREICOSVTToy b LAEBDTHS, X, WHIKDOTEARY FERIRE L
RAERLIEODE6NTDH 5,

ZofERIcAE LN XD, HM, LM 3tz myosin-A & F#RICEREEBICEEFEL T —b,
BOBD & —a (EDOBMNE HICHRTEROBRTHAELNSE, TLUTHMEICO2VTAS L HM
DHGERT0~75% BE I TUIEDS LRV GST, LM OJL 35% BEZE THALT 2
&S, LM LM O A transconformation 23k & W EEZ L5, HM ® ATPase
EEE —200C DTFCRIBE—ET60% BEICET LTS, LM T —10°C T b, BZL7
WO, BEENOSMKCl Od CORETRESCHEELTHBONDOTRENLLEEZLD
N3,

WA Z R P DFRERICDINTA S E, hydrophobic group i 2 TiiZZR U order
OEETHY, BD b MOELRHED »ic LM SRS NDICd #5 T, myosin-A, LM izl
~TC H-M T s D BHEEL blue shift 2345 3, X, 285 mu M@ tryptophan 73 X
5EBADNDG peak DER, RAESBMEOMOBREIMUL, BELELDIKHEMLTNHS,
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3 < H-meromyosin '
4 5
0.01
5 wave length
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L-meromyosin
, .
3 : wave length
e 240 260 280 300 320 mp
O o
q N\\Vt

-0.0l}
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6K HiEEEL - H- & L-meromyosin OENFER <2 +

. H-meromyosin, 1: —196°C, 2: —100°C,
3: —=50°C, 4: —20°C, 5: —10°C T2h #h
BiELcdbo

T. L-meromyosin, 1: —20°C, 2: —50°C,

3: —196°C CHi%E
VI FoEtaiBIUOERRy PvOFERNL, H-M, LM iz fiEmiRIC X - T trans-
conformation MFZ> T 5 T EMHB D, b ETHBIND, fibrous type ® LM OF X D
REVWENAEBLTOWEDTRIBENNEZZOLNDE, X, HM TRHEHLMCAED L L 5 E
Z 27 o d blue shift B8 LM TIHEFHIT/NHNENENI T T, BICEBTRRLIEZELAEET

EANOPREo¥ (-
Iv. = =
DIl te B Ric A DN 5 K DT, BEERE L myosinA It BT, BEGELEOET,

WEORNE iz, tNEMIE LT, —#IC ahelix WOEE D transconformation I F 1 T



128 ‘ B @& L

HAONB LI —b,EDWDE ~a, BOWMDAH LN, KN EHICEAERART it
THEWIENE & bluesift AL NBEWVS T EMDS, BAERMMAIC X > T myosin 4+ F @ helical
conformation %3, {{SIHIC T HIT random RAEWC L B C E S icii~7f, LML, TD
KB, b BOEE, o2 0EMAIC L2 EDOEEG XL D HEI/NE L, b flidE 4 20~
30% WHT BRI THHC Do, KEOERNE U TRERNBMELHTHE CLREIT
H5b, .

L» U, myosin-B O5& & RBkIC, BEREME, ME, IOLAHE, 227 v vEDLTO
B8, BRERESECEB21EE (BL —50°C AT TRYEPPICIEEH) RELEMT L L
W, BTN & D I EKERFIC & B ZEMEDSIEBE D K O BAEIRE DR AL A3 — R KT R AT S
S TNWBZEERLTNSE EEDHN S, Shikama® #3 myosin-A K DNV TR LA XD, Eik
DRICRELNBZ X5, KORRBREOEBR LK 2 IO BREOREEBIEHZ L0
cEid, AEOEZEDEREPS BBEDO NP oM, CHREE L THEEFEOENICKD
HfEEHOECLZbDEBDNS,

BRI & B BREROE TS, HF2KD conformational 7 ZELICRET 5 1 & 5
BENWS BB DN TR, myosinn A BXUOHM O #ERICALNBE X 5ic —b, [HDORAMN
80~T0%DFA THHDICH L, BEREEDOMETIZ50~60% TH-> T3 Lb 1:1 DS T
Bc ks, b fEid —50°CLUTORETORPICHEELIMTETT 54, BRERZEZEZ—
FBILRDBEDIEEILLZAMEORGEEZ NI NEBDbNS, Tonomura” %3 R~
T3 EHiC, 2D conformational 73 Z /L &EFEICHEA TH A 5 active site FE DB 1 »
& U7z structural BEHMNERERTHLEZLTIVEELNGS,

myosin-A I BT, EZ 7 bvd blue shift BENIF EHBLIBNE NS T EIF, HdHKR
FVEBLE LT, COEARKTO tryptophan, tyrosine DREMNZILIZLERE (BN LW
5T &, byfliir b & 7o conformation DZEAKIL 20% BETENRERESBNEND T E08E
ZOoNAM, & ILic, myosinA O & S iclhiA A x { helix D% fibrous 1A FDES,
hydrophobic group 2D 5 IABE B L T 5 7% & O BE O conformational 75 25k, T &
globular protein OFESEFEEFENHBLODTERNOMLENICEREZLI S NS, TN HM O
B, LMt L T b O & #IC RN AR & 72 blue shift Ao B cEnD &K FH
INBELEbLND,

W DROEBBROEELLIHERPODDE LI, —BEREMBICI> TELLE
b, fEiH3, 3 % 2-chloro-ethanol X i 10% dioxane | X - T native [cITIVMEICR 2 & 1V D
c&, COMPPIMUETHILEVIFRIBEKOS 2 TH 5, PPi 5% myosin-ATPase
W L CHRMESRABE DL ERT TIRALN TN S A, it PPi s ATP analogue & L T
active site {T#ES L Csite ZRETHEDEEZLLNTNE, 2D conformation iz LT
O PPi ROEBIRBEE O ZEIC DWW TiE, Tonomura 273, native 73 myosin-A [ 84T, PPi
DH TR b 339 553, PPi+ ATP € b 3INT 57 &5 € & &, 10% dioxane |z & -
T10% 12 & b, imL, CORKPPBIETZL b, OBBNESESHLE L& 32 &%
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BELTOBEY, c0E40 PPLOBEIC DO TEHES HhTREYD, FEOKE, A5 PPi+
BWIEET, ERBETHL L b BEUMNT 5 & 0D T &8, HiSEMAIC &> T random
ITI8 > 7S ST OF helix 2R L & WS HTHNIE, AREBEDOL TEZOREMNEL T,
% @ hydrophobic interaction 7385 72, . £ HN T random coil 1€ 7 » T 3 4 2 FH
helix % %54 2 DI HIERREICEIL X % 72 H 1c, PPi © electrostatic interaction. H34E f
TAHADOTREVDENICEREZILND, COMBER, SHEICHEMIRET2ET 2 HkDd
BHEEEEDN B, b, ORNA helix DFILIZE L TH, —F random (T 755 4 DIFEEE
IT helix 2L 72D, 4 < Bl random TH - /2o H#FHS L < helix R LD
FOFMHL R TIRN, :
W—EHERET, HUEEPSEONE 2084, BlS helix W, Bk R & EM
&, FbomEinzid globular type T HM A ~7T, LM A H-M X 9 conformational
BEEPRECOTREEOPLEZONLHRMNES NI, OB —b EEXHB L, —100°C T
ikt UT HM T 70%, LM Tl 60% % TEid L, —196°C © HM 14 65%, LM ©
1235% ECHAD LTV E, TNk helix 3% <, fibrous IS A& M FERARICS L TR DARE
EREETHBCEARLTNDEEEDIC, COTENS, FiBIC LB EOBEN—RNIC
BIAKOKX—~EOOANKEOMEFERALBTOLULRZOREDEH THL L EEXHL TS E
#ZZoN5B, T TITC Szent-Gedrgyi® 14, myosin-A HIEFICKFKICEORETH D, HkH
BICE > T, ZOMEERHRT NEKMAKNRELEONELDICERET 2D TEBLRIENIH
AR TN B, myosin-A, LM @ X 5T a-helix # D helix @£y, H D fibrous S EDENA
D4, globular T compact IWEEDOEH LD, BRICET AMOBRIPICENT END,
KK D, BAORENEALSEOEBICHLUTRELNEELEZEODTHA,HIBFRIEHICR
BLBRLELATHE, WAIC, BEOKDKBICOETIC S T, HADKAIKDIEERAE
I E P OEFHMIEE 2725 1F, fibrous WEEADF M, 475 & transconformation <‘: D
BHEPOE, LFOEBEALZLPLTVTHADEEIONS,
CDEICE LT, globular protein o JiRIIRIC & ZJEH@%%%BE LT BT &AL
BRETHEEMDNE,
globular protein @ FfERIRIC X 2EMIC D Tid, Yamazaki & Sh1kama5) Shikama® %
@, catalase QEEFETEMEIC DO THFH - 4, Tanford® #:D, catalase 53 4 fH D subunit ¢ &
W 2 L S 4, Merkert'” @, Lactic dehydrogenase @ isozyme i€ 2 > T, subunit @
recombination 2HE 5 WA MER LB L, b D, subunit OBEHOMEE, STO=
KB OEOEE Blic, —REEOMEE UTHRBIEELZEZRIZN S BOO TR
EBEbN A,

BIFEEE UTHIED, BBV ANALBEIR, MHERSCICEH TS 2, KK

S
BEEEPE O BFENEE, BOUBZREIT, WA0AMBHE NIV RAHEE DT 2

&, BB EB D LRFSRICECE# OB ER LT,
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V. )

BUSSRIRIC & B myosin-A DEMED, FOXI BB TR T 2a0E RET 5 i,
WA ATSIREE T HARAR U7 myosin-A ICDWNT, BEREM:, WB & IS, BOOEaE, A
2Ry IWVILEST, & LTHFOD conformational 72 (L% FH~7 e,

X, BESEARIC X B EMICK T 2 B IEH: & pyrophosphate D% & H- & L-meromyosin
D HEAERMIRIC & B EHIC DN TH NI,

ZORER, RO LD EHEIH - 7,

1) BERERELSZ213E, 2Rt LT, EXSRPLEOND —b ERELL
—a, MY 5, X, EJH%WC*EEiJﬁ‘E}DD L, ATPase jE#EIZIET T 5 &40, ERRJ b
P 5id, 378 blue shift 8B SN 3B,

2) SRR L 72 myosin-A 1T, 1 mM pyrophosphate & 3tic, 2-chloro-ethanol & {3 109
dioxane ZNA 2 &, —ERL LK b MEAFHCHMREFEUEE T THRET S,

3) FEEEIEL 72 H & L-meromyosin {C DWW TH B E, HEEEMSELNLEERRIDZ
NITHIE LT —b {HIZ D L, —a, 39 %, H-meromyosin @ ATPase & #: & (& F
4 %, H-meromyosin i€ 2\ Tld, L-meromyosin X ¥ Bif73 blue shift 234 515 23, fEk
SEOMERP HE % T, L-meromyosin QAKX 1,

D ORED 5, myosin-A, meromyosin F &, A REICKE L TEML, O,
5F0 helix O—HAB T N, WAPIZ random LWL THBE T EB8H -7, X,
Z D, fibrous 7343 F-28 globular 7343 F X © helical conformation O LI R END TR 7S
WhEEZONS,

X ik
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Summary

In order to investigate the mechanism of denaturation of myosin-A by freeze-thawing
which was reported in a previous paper, changes in molecular conformation and enzymatic
activity of myosin was examined by optical rotatory dispersion, ultra-violet difference
spectrum, viscosity and ATPase activity. Denaturation of meromyosin by freeze-thawing
and the effect of some organic solvents on the frozen-thawed myosin-A was also examined.

The results obtained were as follows :

1) In rotational dispersion, the lower the final freezing temperature, the greater the
decrease in the b, value and the greater the increase in the a, value. The reduced
viscosity increased and ATPase activity decreased. A light blue shift was observed in the
differenced spectrum.

2) The b, value of myosin-A which was reduced by freeze-thawing, could be returned
close to the initial value by adding 3 % 2-chloro-ethanol or 10% dioxane, both with 1 mM
pyrophosphate.

3) The b, values of H- and L-meromyosin and ATPase activity of H-meromyosin were
also reduced by freeze-thawing. The blue shift was more obvious in H-meromyosin than
in L-meromyosin, but the denaturation observed by rotational dispersion was greater in
the latter.

The results described above prove that, during freeze-thawing, some change took place
in the molecular conformation of myosin-A and merompyosin i.e., partial unfolding by

destruction of the helical conformation.



