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ATGATTGTTCGAGAATGGCTATTCTTCACAATGGCTCCTTGTGATGCAGCGGAACCATGG   60 

M  I  V  R  E  W  L  F  F  T  M  A  P  C  D  A  A  E  P  W   

CAATTAGGATTTCAAGACGCAGCAACACCTATGATGCAAGGAATAATCGACTTACATCAT  120 

Q  L  G  F  Q  D  A  A  T  P  M  M  Q  G  I  I  D  L  H  H 

GATATCTTTTTCTTCCTCATTCTTATTTTGGTTTTCGTATCATGGATCTTGGTTCGCGCT  180 

D  I  F  F  F  L  I  L  I  L  V  F  V  S  W  I  L  V  R  A 

TTATGGCATTTCCACTATAAAAAAAATCCAATCCCGCAAAGGATTGTTCATGGAACTACT  240 

L  W  H  F  H  Y  K  K  N  P  I  P  Q  R  I  V  H  G  T  T 

ATCGAGATTATTCGGACCATCTTTCCCAGTATCATCCTGATGTTCATTGCTATACCATCA  300 

I  E  I  I  R  T  I  F  P  S  I  I  L  M  F  I  A  I  P  S 

TTTGCTCTGTTATACTCAATGGACGAGGTAGTAGTAGATCCAGCCATTACTATCAAAGCT  360 

F  A  L  L  Y  S  M  D  E  V  V  V  D  P  A  I  T  I  K  A 

ATTGGACATCAATGGTATCGGAgtgcgcctcttcacgaaggtgatttaagtgcaacgaaa  420 

I  G  H  Q  W  Y  R  T 

tgccttaaagtggaatatagttcgcaaagcatctggcttactggtaatctcccattcccg  480 

tcgtcgagagacttttctaactatagcatgccagaaacggggagttgattgaggtggtta  540 

tacctatacccggaaatgctctcaacataggagcctatggttccattcttgttgttgctg  600 

gaggtacacatccctcttctcggtgtagagcgatatacgagaaatagatgctcagcctgc  660 

aatgtccgataacggcgctgaagtagtgaatctagcggcaccatagcaatggcatacaac  720 

tttggacctaacggccggcccagtaacctttcggaatgggggatccccgctggcaacaac  780 

cacagtagtagttgcggaactactgggccgggagaggacaataaccttattgcctgctcc  840 

tctttcttcgcttcggggacggaggtcctacggtaggtaacagcgggcacaagcaccttg  900 

accgaaggggaccagcgcttctactcttccaccgcaccgaggagccgctcccagtgagaa  960 

gcaagggatgtcgtgaacggtgggaggtcacagagaattgacctattcatagagtgatcc 1020 

tatgatcgatacaggatatgtactatctctttttttttctatagttaggttaaaaaagaa 1080 

gggtgactcaacttctcagctagagttggggatgggacctcttggcataatgcacgctgg 1140 

aacgtgggaattcgaggtctcatgaacgaccactaaaaaccaactttgtttttgttttgt 1200 

tcacgatatccggtcaggcctatgggtggatccttttagatctacgagctttatgccccg 1260 

gccgttcacatgagcatagaaaatctatactcgagcgttcaactgggcccctgacaggat 1320 

aggtgaggaatcactctggatcttatttcttagagcctacaacttcgccgagccgactag 1380 

catccttttccgctgcgcatttatcgaacaaagaagacgactataagatagaattcgctt 1440 

ttcgtggtgaactggtcgtcccataccttctgcctgtcctatgtgtgtggaaccaggtct 1500 



ttttcggttacagccttcccctcgaatacatagggtaggtagggctgggtaagaaggggt 1560 

cccctgttgccaataaacttttcccggccttacttttttaaaagtaagtaagtagacttt 1620 

cgtcgccatacttattcttctaagtgaattggcattaccttactctaaagagtcagtcaa 1680 

tttcattgccttcgccttcgattcctcttactcataaagggtcttacggtcgggagaact 1740 

acctaaaactaaagaaaaatagtgctctttctaagagtaggcgtggagagctttttgcgg 1800 

ggaaacttgcaagtacagtttggggggaggcgggcgtcgacccaacCTTATGAGTATTCG 1860 

                                                Y  E  Y  S   

GACTATAACAGTTCCGATGAACAGTCACTCACTTTTGACAGTTATACGATTCCAGAAGAT 1920 

D  Y  N  S  S  D  E  Q  S  L  T  F  D  S  Y  T  I  P  E  D   

GATCCAGAATTGGGTCAATCACGTTTATTAGAAGTGGACAATAGAGTGGTTGTACCAGCC 1980 

D  P  E  L  G  Q  S  R  L  L  E  V  D  N  R  V  V  V  P  A   

AAAACTCATATACGTATTATTGTAACATCCGCTGATGTACTTCATAGTTGGGCTGTACCT 2040 

K  T  H  I  R  I  I  V  T  S  A  D  V  L  H  S  W  A  V  P   

TCCTCAGGTGTCAAATGTGATGCTGTACCTGGTCGTTTAAATCAGACCTCTATTTTGGTA 2100 

S  S  G  V  K  C  D  A  V  P  G  R  L  N  Q  T  S  I  L  V 

CAACGAGAAGGAGTTTACTATGGTCAGTGCAGTGAAATTTGTGGAACTAATCATGCTTTT 2160 

Q  R  E  G  V  Y  Y  G  Q  C  S  E  I  C  G  T  N  H  A  F 

ATGCCTATCGTCGTAGAAGCTGTTTCTAGGAAAGATTATGGTTCTCGGGTATCTAATCAA 2220 

M  P  I  V  V  E  A  V  S  R  K  D  Y  G  S  R  V  S  N  Q 

 

TGAATCCCCCAAACCGGAGAAGCTTAAG                                 2248 

* 

 

Figure S1  Nucleotide sequence of cox2 gene in FR4-31. Exons are indicated by upper 

case letters, and inton is by lower case letters. Putative translation product is shown 
below the nucleotide sequence. In the intronic region, three insertions (underlined) and 
two nucleotide substitutions (boxed) were different from the AF276430.  

 


