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ATGATTGTTCGAGAATGGCTATTCTTCACAATGGCTCCTTGTGATGCAGCGGAACCATGG
M I VR E W L F F T M AP CDAATE P W
CAATTAGGATTTCAAGACGCAGCAACACCTATGATGCAAGGAATAATCGACTTACATCAT
Q L GF QDAATW®PMMAOQGTITIODL HH
GATATCTTTTTCTTCCTCATTCTTATTTTGGTTTTCGTATCATGGATCTTGGTTCGCGCT
b I F F F L I L I L V F VS WTI LV R A
TTATGGCATTTCCACTATAAAAAAAATCCAATCCCGCAAAGGATTGTTCATGGAACTACT
L WHFHY KKNWPTIUPQRTIVHGTT
ATCGAGATTATTCGGACCATCTTTCCCAGTATCATCCTGATGTTCATTGCTATACCATCA
I E 1 I RTTIF P S I I L MFTI AT P S
TTTGCTCTGTTATACTCAATGGACGAGGTAGTAGTAGATCCAGCCATTACTATCAAAGCT
F ALLY SMDEVV VDZPATITTIKA
ATTGGACATCAATGGTATCGGAgtgcgcctcttcacgaaggtgatttaagtgcaacgaaa
I G H Q W Y R T
tgccttaaagtggaatatagttcgecaaagecatctggettactggtaatctecccatteccg
tcgtcgagagacttttctaactatagcatgccagaaacggggagttgattgaggtggtta
tacctatacccggaaatgctctcaacataggagecctatggttccattettgttgttgetg
gaggtacacatccctcttcteggtgtagagegatatacgagaaatagatgetcagectge
aatgtccgataacggcgctgaagtagtgaatctageggecaccatagecaatggecatacaac
tttggacctaacggccggeccagtaaccttteggaatgggggatccccgetggeaacaac
cacagtagtagttgcggaactactgggecgggagaggacaataaccttattgectgetcec
tctttcttcgcttcggggacggaggtcctacggtaggtaacagdgggcacaagecacctty
accgaaggggaccagcgcttctactcttccaccgcaccgaggagecgetcdcagtgagaa
gcaagggatgtcgtgaacggtgggaggtcacagagaattgacctattcatagagtgatcc
tatgatcgatacaggatatgtactatctctttttttttctatagttaggttaaaaaagaa
gggtgactcaacttctcagctagagttggggatgggacctettggecataatgecacgetgg
aacgtgggaattcgaggtctcatgaacgaccactaaaaaccaactttgtttttgttttgt
tcacgatatccggtcaggcctatgggtggatccttttagatctacgagetttatgecccg
gccgttcacatgagcatagaaaatctatactcgagegttcaactgggeccctgacaggat
aggtgaggaatcactctggatcttatttcttagagcctacaacttcgecgagecgactag
catccttttccgetgegeatttatcgaacaaagaagacgactataagatagaattegett

ttcgtggtgaactggtcgtcccataccttectgectgtectatgtgtgtggaaccaggtcet
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ttttcggttacagccttcccctcgaatacatagggtaggtagggetgggtaagaaggggt 1560
cccctgttgccaataaacttttcccggecttacttttttaaaagtaagtaagtagacttt 1620
cgtcgccatacttattcttctaagtgaattggcattaccttactctaaagagtcagtcaa 1680
tttcattgccttcgecttecgattcctcttactcataaagggtcttacggtcgggagaact 1740
acctaaaactaaagaaaaatagtgctctttctaagagtaggcgtggagagctttttgegg 1800
ggaaacttgcaagtacagtttggggggaggegggcgtcgacccaacCTTATGAGTATTCG 1860

Y E Y S
GACTATAACAGTTCCGATGAACAGTCACTCACTTTTGACAGTTATACGATTCCAGAAGAT 1920
b Y NS SDEOQSLTEFDSY TTI P E D
GATCCAGAATTGGGTCAATCACGTTTATTAGAAGTGGACAATAGAGTGGTTGTACCAGCC 1980
b P EL GQSRLULEVDNR RV V V P A
AAAACTCATATACGTATTATTGTAACATCCGCTGATGTACTTCATAGTTGGGCTGTACCT 2040
K T H I R I I V T S A DV L H S W A V P
TCCTCAGGTGTCAAATGTGATGCTGTACCTGGTCGTTTAAATCAGACCTCTATTTTGGTA 2100
S S GGV KCDAV?PGRILNOQTSTI LV
CAACGAGAAGGAGTTTACTATGGTCAGTGCAGTGAAATTTGTGGAACTAATCATGCTTTT 2160
Q R E GV Y Y G Q CS E I CGTNUHAF
ATGCCTATCGTCGTAGAAGCTGTTTCTAGGAAAGATTATGGTTCTCGGGTATCTAATCAA 2220
M P I VVEAV SR KDY G S RV S NQ

TGAATCCCCCAAACCGGAGAAGCTTAAG 2248

*

Figure S1 Nucleotide sequence of cox2 gene in FR4-31. Exons are indicated by upper
case letters, and inton is by lower case letters. Putative translation product is shown
below the nucleotide sequence. In the intronic region, three insertions (underlined) and

two nucleotide substitutions (boxed) were different from the AF276430.



