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* O(log n)-approximable by:

Rytter (2002), Theor. Comput. Sci. Move a substring in O(1) time
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Sakamoto (2003), J. Discrete Algorithms. ~ Delete a substring in O(1) time

Charikar, Lehman, et al.(2005), IEEE Trans.
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-« Sakamoto, Maruyama, et al.(2009), IEICE Trans.

Edit Sensitive Parsing (ESP)
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(3) edit sensitive parsing

(2} position blocks

(1) landmarks
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(3} labels as integers _ 1 ] 3 1 0 3 2 1 1] 3

{4) final labels & landmarks — m 0 @ ! @ 1 1 0
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with a virtual sink
Left/Right tree and succinct representation
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The in-branching children of x in 7} sorted by Compression size for 100MB texts

the original variables of the parents in T},
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P(succ)
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