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Binary Decision Diagram (BDD)
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4. noisy-OR model
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Evaluating Abductive Hypotheses using an EM Algorithm on BDDs [Inoue et al. 2009]

Background Knowledge

oo

Observations s I l ‘
B4 R B ]
el giucose, 0, 1), cone{gtp. 2, 1), conc{ fip,0,1), .. { I | \ T r
. FECEL T T
Hypotheses ! i | EEER !—
Hy = cone{giucose, 0,0), conc{g6p, 2, 0), 11 | | | |
Hy = cone{ géip, 2,0), conc{ f6p, 0,0) 0 Ll ] L L1}
2 \2.0). 10 0)see T6AEERTI 4179 9 0 1640 1849092 4 449926 1 K 15 5295 197029 54 60 90 63
Hypcthase 10
Has = conciglucose, 0,0), conci fép, 0, 0), Kinetic models and q for refational

learning on metabolic pathways [Synnaeve et al. 2010]
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