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Table 1. Genotypic characteristics of elephant isolates compared with human isolates in Nepal 

Sample 
Spoligotype* 

Binary code                                                                           SIT      Clade 

MPCR † 

C  9 12 

TbD1 gyrA‡ gyrB‡ 

Elp-A 0000000000000000000000000000000000000110000 new new +  +  + + T231C G990C 

Elp-B 1111111111111111111111111111000000111110000 new new +  +  + + WT G990C 

Elp-C 1111111111111111111111111111000010111110000 138 EAI5 +  +  + + WT G990C 

h3§ 1111111111111111111111111111000010111110000 138 EAI5 +  +  + ND T231C G990C 

h98¶ 1111111111111111111111111111000010111110000 138 EAI5 +  +  + ND WT G990C 

 

*Spoligotype was determined according to Brudey et al. (2006). new: not found in the SpolDB4 

list. 

†Multiplex PCR results for the species determination, c: cfp32, 9: RD9, 12: RD12, +: detected, 

triple positive + + + : M. tuberculosis 

‡Mutations in a partial sequence of gyrA and gyrB. gyrA T231C is synonymous while gyrB 

G990C is non-synonymous. WT: wild type sequence having no mutations. 

§Two human isolates (h3 and h8) had same genetic features. ND: not done.    

¶Five human isolates (h98, h200, h277, h294 and h296) had same genetic features.  

 

 

 

 

 

 

 


