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Supplemental Figure S1.
Effect of the type of pDNA on transgene expression in tumor tissue

The in vivo transgene expression in tissue was evaluated after the intravenous
administration of the optimized LNP ;e (Figure 3) encapsulating pDNA with
(pcDNAS3.1-GL3) or without unmethylated CpG motifs (pCpGfree-Luc(0)). In
pPcDNAS3.1-GL3, the expression of luciferase (GL3) was driven by the
cytomegalovirus (CMV) promoter. On the other hand, in pCpGfree-Luc(0),
luciferase expression is driven by the human elongation factor 1o core promoter.
Statistical analyses were performed by One-way ANOVA followed by Student’s t-

test (*; p<0.05).
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The sequence of the CpG-free sFlt-1 used in the present study
76 unmethylated CpG-motifs were deleted by replacing the codon to other one

that can be translated to the same amines.



