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Supplementary Figure S1: The culturing procedure of strain HC45".

Supplementary Figure S2: Phase-contrast micrograph showing endospore-like structure
of the strain HC45" (arrow) grown on NaCl-R2A liquid medium for a week.

Supplementary Figure S3: Maximume-likelihood tree based on 16S rRNA gene sequences
of the strain HC457, related environmental sequences and representatives from all
classes in the phylum Firmicutes. This phylogenetic tree is based on a comparison of
1369-1449 nucleotides. Bootstrap values (percentages of 1000 replications) only 50% or
more are shown at nodes.

Supplementary Figure S4: Neighbour-joining tree based on 16S rRNA gene sequences of
the strain HC45, related environmental sequences and representatives from all classes
in the phylum Firmicutes. This phylogenetic tree is based on a comparison of 1369-1449
nucleotides. Bootstrap values (percentages of 1000 replications) only 50% or more are
shown at nodes.

Supplemetary Figure S5: Minimum-evolution tree based on 16S rRNA gene sequences
of the strain HC45', related environmental sequences and representatives from all
classes in the phylum Firmicutes. This phylogenetic tree is based on a comparison of
1369-1449 nucleotides. Bootstrap values (percentages of 1000 replications) only 50% or
more are shown at nodes.



Supplementary Figure S1: The culturing procedure of strain HC45".
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Supplementary Figure S2: : Phase-contrast micrograph showing endospore-like structure of the strain
HC45".
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Supplementary Table S1.

Cellular fatty acid content (percentage of total) of strain HC45"

Fatty acids Percent

Ci00 3-OH 0.22
iso—C,,, 3-OH 2.76
C,0 2-OH 0.40
C,,0 2-OH 0.26
is0—C,3, 2.40
iso—C,;, 3—OH 2.85
anteiso—C,,, 2.84
iso—C,,, 3-OH 0.71
is0—C 4 457
is0—C5, 30.99
is0—C 5, 3-OH 2.84
anteiso—C;, 31.65
Cis0 2-OH 1.77
is0—=C g0 2.92
Ciso 4.66
is0—C5, 247
anteiso—C,,, 2.17
Ci7o 1.14
Ciat woe 0.54
Ciso 0.62
Summed Feature 3 1.22

Summed Feature 3 : Ci51 70 7/ Cig1 woo



