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Fig .S1. Phase-contrast micrographs of cells of strain TF1'. Bars, 5 um.
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Fig. S2. Minimum-evolution tree showing the phylogenetic position of strain TF1"
within the family Thermodesulfobacteriaceae based on the 16S rRNA gene sequence
analysis. The tree was constructed using 1079 sites, and an identical tree was obtained
with the neighbor-joining method. Numbers on nodes represent percentage values of

1000 bootstrap resampling.



