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Fig. 3

symbols : RBCL
description :ribulose-bisphosphate carboxylases
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Overview

Search Browse

Arabidopsis thaliana

Physcomitrella patens

What is PCoM?

Protein Co-Migration Database for photosynthetic organi
tool for predicting the protein complexes in photosynthd

Chlamydomonas reinhardtii
Synechosystis sp. PCC6803

Thermosynechococcus

your protein of interest. PCoM stores the data obtained Prochlorococcus CCMP1986

the protein complexes which were separated by BN-PAQ

PAGE gel slices.
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Fig. 5

symbols :RBCL
description :ribulose-bisphosphate carboxylases
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Fig. 6

Migration Profile
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