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UpAPT286F
-
148 288 401 553

GAAGCGCGAGGCCTGATCTTTGG

(GRNA#1)

UpAPT1148R 100 bp
795 - 1272 1391

CTCGATGACTTGATAGCTACGGG
(GRNA#2)




WT Cas9 + gRNA#1 Cas9 + gRNA#2
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gRNA#1 S |
WT: CTTCGAAGCGCGAGGCCTGATCTTTGGGGCGC
M1l: CTTCGAAGCGCGAGGCCTGAgCTTTGGGGCGC 1 0 (n=2)
M2: CTTCGAAGCGCGAGGCCTGACCTTTGGGGCGC 1 0 (n=1)
M3: CTTCGAAGCGCGAGGCCTG--CTTTGGGGCGC 0 -2 (n=3)
M4: CTTCGAAGCGCGAGGCCTGA--TTTGGGGCGC 0 -2 (n=1)
M5: CTTCGAAGCGCGAGGCCTGA----- GGGGCGC 0 -5 (n=1)
M6: CTTCGAAGCGCGAGGCCTGALTCTTTGGGGCGC 0 +1 (n=2)
M7: CTTCGAAGCGCGAGGCCTGATyCTTTGGGGCGC 0 +1 (n=1)
M8: CTTCGAAGCGCGAGGCCTGATgaggcCTTTGGGGCGC 0 +5 (n=1)
gRNA#2 s |
WT: GCTGCTCGATGACTTGATAGCTACGGGTGGC
M1l: GCTGCTCGATGACTTGATAG-TACGGGTGGC 0 -1 (n=3)
M2: GCTGCTCGATGACTTGATAGC---GGGTGGC 0 -3 (n=4)
M3: GCTGCTCGATGACTTGATA----CGGGTGGC 0 -4 (n=7)
M4: GCTGCTCGATGACTTGATAG----GGGTGGC 0 -4 (n=1)
M5: GCTGCTCGATGACTTGA------ CGGGTGGC 0 -6 (n=1)
M6: GCTGCTCGATGACTTGATAGCCTACGGGTGGC 0 +1 (n=6)
M7: GCTGCTCGATGACTTGATAGCtTACGGGTGGC 0 +1 (n=1)
M8: GCTGCTCGATGACTTGATActtgaTACGGGTGGC 2 +3 (n=1)
M9: GCTGCTCGATGACTTGATAGCacaagaTACGGGTGGC 0 +6 (n=1)
gRNA#1 gRNA#2
WT 1-3C (M5) 3-6D (M8)  2-3D (M2)  5-3D (M6)
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