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Supplementary Figure 1. COL7 staining of clinically revertant and non-
revertant skin.

Samples of normal human skin, non-revertant RDEB skin, and clinically
revertant RDEB skin stained with COL7 (primary antibody LH7.2 dilution: 1/800,

1/1600, 1/3200, 1/6400). Bar = 100 pm.



Supplementary Table 1. The gRNA sequences and their target sites.

gRNA name gRNA sequence Target site
(GRCh38/hg38)
COL7A1 ¢.5932 fwdl TGGGGAGACTGGATCCAAAG Chr3:(-) 48576408
COL7A1 ¢.5932 fwd2 TCAAGGGAACTTGGGCAGTG Chr3:(-) 48576082
COL7A1 _¢.5932 fwd3 GGAAACTGCTGGCATCAAGG Chr3:(-) 48575866
COL7A1 _¢.8029_revl CCCTCAATTCACCATGACCA Chr3:(+) 48567094
COL7A1_c.8029_rev2 GGGATCAGGAGTCAGAGCTG Chr3:(+) 48566876

COL7A1 _¢.8029_rev3

ACACAGGGACCAAGTGAGCA

Chr3:(+) 48566745




Supplementary Table 2. Read counts of COL7A1 haplotypes by nCATS.

Sample WT ¢.5932C>T ¢.8029G>A  Double mutant Others® Total
Normal human
) ) 34 0 0 0 0 34
epidermis
Non-revertant dermis 3 70 50 1 5 129
Non-revertant
) ) 1 15 12 2 2 32
epidermis
Revertant dermis 2 122 101 1 10 236
Revertant epidermis 39 5 4 17 1 66

a. Haplotypes with unexpected bases or indels at the loci.



