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CRISPR/Cas9 screening (2 & - C[AlE S 417 MAD2L1BP & ANAPCI5 I
PTCLIZBIT DT LY F v T X RF o~ 5T 5
(Genome-wide CRISPR screen identifies MAD2L1BP and ANAPC15 as targets for brentuximab
vedotin sensitivity in CD30+ PTCL)
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WAL L 72 B A[REMEIC DWW C T LB T —v a vine &,
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HEEE 1L 1 > H OB L, BV #5038 B IA 2 V728 Tk CD30 O3B H K
LTWDEWIHENHNLD—F T, CD30 DFIPRIZNTWNAICHELL TS & 72 5
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