Supplementary Table S1. GO of the ureter in Col17a1-KO 4 d after UUO
	Gene
	Pathway GO ID
	Pathway description
	Gene count
	FDR

	Upregulated genes
	0009617
	Response to bacterium
	19
	2.2 x 10-3

	
	0070269
	[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Pyroptosis
	5
	4.7 x 10-3

	
	0060429
	Epithelium development
	23
	4.7 x 10-3

	
	0009888
	Tissue development
	30
	4.7 x 10-3

	
	0009605
	Response to external stimulus
	35
	4.7 x 10-3

	
	0050896
	Response to stimulus
	76
	4.7 x 10-3

	
	0051707
	Response to other organisms
	22
	2.3 x 10-3

	
	0030855
	Epithelial cell differentiation
	14
	3.1 x 10-2

	
	0044419
	Interspecies interaction between organisms
	23
	3.6 x 10-2

	
	0048856
	Anatomical structure development
	58
	4.1 x 10-2

	
	0032502
	Developmental process
	61
	4.1 x 10-2

	
	0048513
	Animal organ development
	41
	4.1 x 10-2

	Downregulated genes
	0002682
	Regulation of immune system process
	34
	1.3 x 10-7

	
	0002376
	Immune system process
	40
	5.8 x 10-7

	
	0002694
	Regulation of leukocyte activation
	20
	6.2 x 10-6

	
	0044419
	Interspecies interaction between organisms
	31
	7.9 x 10-6

	
	0050896
	Response to stimulus
	84
	7.9 x 10-6

	
	0051707
	Response to other organisms
	28
	1.6 x 10-5

	
	0031638
	Zymogen activation
	8
	2.0 x 10-5

	
	0045321
	Leukocyte activation
	18
	3.2 x 10-5

	
	0006955
	Immune response
	25
	3.2 x 10-5

	
	0006952
	Defense response
	27
	3.2 x 10-5

	
	0009605
	Response to external stimulus
	39
	4.1 x 10-5

	
	0002685
	Regulation of leukocyte migration
	12
	6.5 x 10-5

	
	0002684
	Positive regulation of immune system process
	22
	6.5 x 10-5

	
	0019886
	Antigen processing and presentation of exogenous peptide antigen via mhc class ii
	5
	6.6 x 10-5

	
	0002252
	Immune effector process
	16
	7.6 x 10-5

	
	0050776
	Regulation of immune response
	19
	1.1 x 10-4

	
	1903037
	Regulation of leukocyte cell-cell adhesion
	13
	1.5 x 10-4

	
	0065007
	Biological regulation
	105
	2.0 x 10-4

	
	1903039
	Positive regulation of leukocyte cell-cell adhesion
	11
	2.2 x 10-4

	
	0051249
	Regulation of lymphocyte activation
	15
	2.2 x 10-4

	
	0002696
	Positive regulation of leukocyte activation
	13
	3.2 x 10-4

	
	0002683
	Negative regulation of immune system process
	15
	3.2 x 10-4

	
	0019882
	Antigen processing and presentation
	7
	5.8 x 10-4

	
	0050863
	Regulation of t cell activation
	12
	8.9 x 10-4

	
	1902622
	Regulation of neutrophil migration
	6
	9.6 x 10-4

	
	0098542
	Defense response to other organism
	19
	9.9 x 10-4

	
	0016485
	Protein processing
	9
	1.0 x 10-3

	
	0002688
	Regulation of leukocyte chemotaxis
	8
	1.2 x 10-3

	
	0045619
	Regulation of lymphocyte differentiation
	9
	2.7 x 10-3

	
	0046649
	Lymphocyte activation
	13
	2.7 x 10-3

	
	0090022
	Regulation of neutrophil chemotaxis
	5
	3.2 x 10-3

	
	0050870
	Positive regulation of t cell activation
	9
	3.2 x 10-3

	
	0030155
	Regulation of cell adhesion
	17
	3.4 x 10-3

	
	0002521
	Leukocyte differentiation
	12
	3.5 x 10-3

	
	0045785
	Positive regulation of cell adhesion
	13
	3.5 x 10-3

	
	0048583
	Regulation of response to stimulus
	47
	3.9 x 10-3

	
	0001819
	Positive regulation of cytokine production
	13
	4.1 x 10-3

	
	0030098
	Lymphocyte differentiation
	10
	4.8 x 10-3

	
	0002687
	Positive regulation of leukocyte migration
	8
	4.9 x 10-3

	
	0042113
	B cell activation
	8
	6.0 x 10-3

	
	0030334
	Regulation of cell migration
	19
	6.3 x 10-3

	
	0010033
	Response to organic substance
	38
	6.3 x 10-3

	
	0003073
	Regulation of systemic arterial blood pressure
	7
	6.4 x 10-3

	
	0002250
	Adaptive immune response
	10
	8.2 x 10-3

	
	0071345
	Cellular response to cytokine stimulus
	16
	8.5 x 10-3

	
	0048585
	Negative regulation of response to stimulus
	26
	8.5 x 10-3

	
	0045087
	Innate immune response
	14
	1.0 x 10-2

	
	0032101
	Regulation of response to external stimulus
	18
	1.0 x 10-2

	
	0042221
	Response to chemical
	46
	1.1 x 10-2

	
	0019221
	Cytokine-mediated signaling pathway
	10
	1.1 x 10-2

	
	0030335
	Positive regulation of cell migration
	14
	1.1 x 10-2

	
	0050794
	Regulation of cellular process
	91
	1.2 x 10-2

	
	0050789
	Regulation of biological process
	94
	1.2 x 10-2

	
	1902105
	Regulation of leukocyte differentiation
	10
	1.2 x 10-2

	
	0034097
	Response to cytokine
	17
	1.3 x 10-2

	
	0051452
	Intracellular ph reduction
	4
	1.4 x 10-2

	
	0090023
	Positive regulation of neutrophil chemotaxis
	4
	1.5 x 10-2

	
	0002697
	Regulation of immune effector process
	11
	1.5 x 10-2

	
	0008217
	Regulation of blood pressure
	8
	1.7 x 10-2

	
	0045580
	Regulation of t cell differentiation
	7
	1.9 x 10-2

	
	0001817
	Regulation of cytokine production
	15
	2.1 x 10-2

	
	0032103
	Positive regulation of response to external stimulus
	11
	2.2 x 10-2

	
	0009987
	Cellular process
	115
	2.3 x 10-2

	
	0098656
	Anion transmembrane transport
	10
	2.4 x 10-2

	
	0031347
	Regulation of defense response
	13
	2.5 x 10-2

	
	0002579
	Positive regulation of antigen processing and presentation
	3
	2.5 x 10-2

	
	0006954
	Inflammatory response
	12
	2.5 x 10-2

	
	0030217
	T cell differentiation
	7
	2.6 x 10-2

	
	0051897
	Positive regulation of protein kinase b signaling
	6
	2.8 x 10-2

	
	0060263
	Regulation of respiratory burst
	3
	2.9 x 10-2

	
	0050670
	Regulation of lymphocyte proliferation
	8
	3.0 x 10-2

	
	0042129
	Regulation of t cell proliferation
	7
	3.0 x 10-2

	
	0045088
	Regulation of innate immune response
	7
	3.2 x 10-2

	
	0009968
	Negative regulation of signal transduction
	20
	3.2 x 10-2

	
	0002443
	Leukocyte mediated immunity
	7
	3.4 x 10-2

	
	0002686
	Negative regulation of leukocyte migration
	4
	3.7 x 10-2

	
	0009615
	Response to virus
	8
	3.8 x 10-2

	
	1905521
	Regulation of macrophage migration
	4
	3.9 x 10-2

	
	0007165
	Signal transduction
	44
	3.9 x 10-2

	
	0002689
	Negative regulation of leukocyte chemotaxis
	3
	4.1 x 10-2

	
	0002695
	Negative regulation of leukocyte activation
	7
	4.3 x 10-2

	
	0007154
	Cell communication
	47
	4.8 x 10-2

	
	0023052
	Signaling
	46
	4.9 x 10-2


[bookmark: _Hlk160082202][bookmark: _Hlk160051392]All upregulated GO terms are listed based on genes with altered expression in the ureter of Col17a1-knockout mice compared with in the wild-type 4 d after unilateral ureteral obstruction. Gene Ontology Resource (https://geneontology.org/)  was used for Gene Ontology (GO) analysis. FDR: false discovery rate.
