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Table S1. Monomer composition and molecular weight of the copolymers used in this study. 19 

Polymer 
PHA composition (mol%) Molecular weight 

2HB 3HB Mw Mn Mw/Mn 
P(2HB-ran-3HB) 86 14 6.1 × 104 4.1 × 104 1.5 
P(2HB)-b-P(3HB) 78 22 4.4 × 105 2.2 ×105 2.0 

Note: These values were determined at the time of the initial synthesis. 20 
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Table S2. Diameter sizes of the clear zones are shown in Figure 3. 22 

Polymer Strain 
Incubation time 

3 days 7 days 14 days 

P(3HB) 

A25i 17 34 52 
A60i2 16 26 40 

T1 20 33 52 
YM1609 25 38 52 

P(2HB) 

A25i − − − 

A60i2 − − − 

T1 − − − 

YM1609 − − − 

Random 

A25i 6 7 11 
A60i2 7 10 18 

T1 − − − 

YM1609 7 11 22 

Block 

A25i − − − 

A60i2 − − − 

T1 − − − 

YM1609 ? ? 16 

Note: A minimum value is shown if the zone was not a regular circle; an estimated value from 23 

the radius was shown if it protruded from the plate. −, not detected; ?, too faint to estimate. 24 
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 26 

Figure S1. Conceptual models of random- and block-sequenced P(2HB-co-3HB) in this study. 27 
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 29 

Figure S2. An experiment under the same condition as Figure 3 performed on a different 30 

occasion. 31 
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 33 

Figure S3. P(3HB) assimilation assays of Cupriavidus sp. T1 and Acidovorax sp. YM1609. 34 

NCs indicate uninoculated samples. Three independent samples for each condition were 35 

analyzed. Error bars indicate the standard error of the mean. “NA” and “ND” mean not 36 

available and not detected, respectively. 37 
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 39 

Figure S4. Metabolic pathways of 2HB and 3HB. The general 3HB metabolic pathway in 40 

PHA-degrading bacteria (A) and the predicted 2HB metabolic pathway (B) are shown. 41 


