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Supplementary Table 1. Yeast strains used in this study.

Strain Genotype Source
BJ2168 MATa leu?2 trpl ura3-52 prb1-1122 pep4-3 prcl-407 gal2 Y.G.S.C.
i (Thomas &
W303-1A MATa ade2-1 ura3-1 his3-11,15 trpl-1 leu2-3,112 canl-100 .
Rothstein, 1989)
ScTK1793 BJ2168, atgl7A::natNT2 This study
ScTK 1806 BI2168, ATG5-3 xFLAG-kanMX4 atgl 7A::natNT2 This study
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atgl7A::hphNT1 atg21A::zeoNT3 .
ScTK1852 This study
ATG17pro::pRS305-ATG17-2xmCherry atgl2A::natNT2 his3-11::pRS303-ATG12
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atgl7A::hphNT1 atg21A::zeoNT3
ScTK1853 ATG17pro::pRS305-ATG17-2xmCherry atgl2A::natNT2 his3-11::pRS303-atg12 This study
V43A
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atg17A::hphNTI atg21A::zeoNT3
ScTK1854 ATG17pro::pRS305-ATG17-2xmCherry atgl2A::natNT2 his3-11::pRS303- This study
atg]2L47A
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atg17A::hphNT1 atg21A::zeoNT3
ScTK1855 ATG17pro::pRS305-ATG17-2xmCherry atgl2A::natNT2 his3-11::pRS303- This study
atg]2L54A
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atgl7A::hphNT1 atg21A::zeoNT3
ScTK1856 ATG17pro::pRS305-ATG17-2xmCherry atgl2A::natNT2 his3-11::pRS303- This study
atg]2L57A
ScTK1765 W303-1A, ade2-1::ADE2 ATGS5-EGFP-kanMX4 atgl7A::hphNT1 atg21A::zeoNT3  This study
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atgl7A::hphNT1 atg21A::zeoNT3 .
ScTK1814 This study
ATG17pro::pRS305-ATG17-2xmCherry
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atgl7A::hphNTI atg21A::zeoNT3 .
ScTK1815 . This study
ATG17pro::pRS305-atg1 79574 KI174_2 xmCherry
W303-1A, ade2-1::ADE2 ATG5-EGFP-kanMX4 atgl7A::hphNT1 atg21A::zeoNT3 .
ScTK1816 This study
ATG17pro::pRS305-atgl 73942 xmCherry
ScTK566 W303-1A, ade2-1::ADE2 PGKI1-EGFP-kanMX4 atgl2A::natNT2 This study
ScTKS570 W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 atg12A::natNT2 atg21A::zeoNT3  This study
YNH1577 W303-1A, ade2-1::ADE2 PGK1-EGFP-kanMX4 (Hitomi et al. 2023)

ScTK2062 W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 atg2A::hphNT1

This study



ScTK2335

ScTK2331

ScTK2336

ScTK2332

ScTK2337

ScTK2333

ScTK2338

ScTK568

ScTK2339

ScTK2318

ScTK2374

ScTK2375

ScTK2376

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 ATG2-SNAP-hphNT1

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 atg4A::hphNT1

W303-1A, ade2-1::ADE2 PGK1-EGFP-kanMX4 ATG4-SNAP-hphNT1

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 atg7A::hphNT1

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 ATG7-SNAP-hphNT1

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 atg18A::hphNT1

W303-1A, ade2-1::ADE2 PGK1-EGFP-kanMX4 ATG18-SNAP-hphNT1

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 atg21A::zeoNT3

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 ATG21-SNAP-hphNTI

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 atgl 6A::hphNT1

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 ATG14-mCherry-zeoNT3

W303-1A, ade2-1:ADE2 PGKI-EGFP-kanMX4  atg38A::hphNT1 ATGI4-
mCherry-zeoNT3

W303-1A, ade2-1::ADE2 PGKI-EGFP-kanMX4 ATG38-SNAP-hphNTI ATGI14-
mCherry-zeoNT3

This study

This study

This study

This study

This study

This study

This study

This study

This study

This study

This study

This study

This study

Y.G.S.C. (Yeast Genetic Stock Center)



Supplementary Table 2. NMR experiments in this study.

experiment pulse program ref  data point (complex)  spectral width (ppm) number of scan  option

['H-'N] HSQC hsqcetfpf3gpsi2 1-4 2048 x 512 16.0221 x 36 8

HNCO hncogp3d 5-7 2048 x 64 x 128 16.0221 x 36 x 22 8

HN(CO)CA hncocagp3d 5,7 2048 x 64 x 128 16.0221 x 36 x 32 16

HNCA hncocagp3d 56 2048 x 64x128 16.0221 x 36 x 32 16

CBCA(CO)NH cbcaconhgp3d 7,8 2048 x 64 x 128 16.0221 x 36 x 80 16

HNCACB hncacbgp3d 89 2048 x64x128 16.0221 x 36 x 80 16

HBHA(CO)NH hbhaconhgp3d 7,8 2048 x 64 x 128 16.0221x36x 6 16

SN NOESY noesyhsqcf3gpwg3dd  none 2048 x 64 x 240 16.0221 x 36 x 16.0221 8 mixing time 150 ms
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